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Table S1. Percent identity (%) of the 18S rRNA gene of the different strains of Leptochlorella

S I E X P ER T
1 PV102507 Leptochlorella arboricola Golos-2-1
2 HE984579 Leptochlorella corticola CAUPH8401* 92
3 FJ946881 Trebouxiophyceae sp. SC2-2 90 90
4 KF693810 Leptochlorella sp. UTEX EE84 90 86 86
5 FJ790649 Uncultured Trebouxiophyceae clone QE17 92 86 88 89
6 FJ790655 Uncultured Trebouxiophyceae clone QE29 93 87 89 89 96
7 EU878373 Parietochloris alveolaris UTEX 836 as outgroup 70 67 68 67 66 67
Table S2. p-distance (units) of the 18S rRNA gene of the different strains of Leptochlorella
L2 s J4 s s
1 PV102507 Leptochlorella arboricola Golos-2-1
2 HE984579 Leptochlorella corticola CAUPH8401* 0.008
3 FJ946881 Trebouxiophyceae sp. SC2-2 0.010  0.010
4 KF693810 Leptochlorella sp. UTEX EE84 0.010  0.014 0.014
5 FJ790649 Uncultured Trebouxiophyceae clone QE17 0.008 0.014 0.012 0.011
6 FJ790655 Uncultured Trebouxiophyceae clone QE29 0.007  0.013  0.011 0.011 0.004
7 EU878373 Parietochloris alveolaris UTEX 836 as outgroup ~ 0.030  0.033  0.032  0.033  0.034  0.033
Table S3. Percent identity (%) of the rbcL gene of the different Leptochlorella strains
1 2
PV102579 Leptochlorella arboricola Golos-1-2
HE984583 Leptochlorella corticola 12e 59
3 KF693821 Leptochlorella sp. UTEX EE84 28 34
Table S4. p-distance (units) of the rbcL gene of the different Leptochlorella strains
1 2
1 PV102579 Leptochlorella arboricola Golos-1-2
HE984583 Leptochlorella corticola 12e 0.041
KF693821 Leptochlorella sp. UTEX EE84 0.072 0.066
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A mi MW471060 Chloromonas typhlos CCAP 11/128
1/98 HQ404869 Chloromonas typhlos CCCryo 122-00*
_[ PV102509 Chloromonas sp. Les-2-1
1/95! MN904029 Uncultured Chlorophyta clone 3980 2247
AB624576 Chloromonas rosae SAG 51.72*
FR865610 Chlamydomonas gerloffii CCAP 11/72

AB624571 Chloromonas chlorococcoides SAG 12.96
17100 W[ AB624570 Chloromonas chlorococcoides SAG 15.82*

PV102510 Chloromonas reticulata Les-23-1

HQ404885 Chloromonas reticulata CCCryo 213-05*

AB624575 Chloromonas reticulata SAG 26.90

AB624574 Chloromonas reticulata SAG 32.86
AB624577 Chloromonas augustae SAG 5.73

0.2
B 0.98/93 MH551523 Chloroidium lobatum CAUP H8502*
0-9@[:/%51 521 Chloroidium arboricola MG-3*

MH551522 Chloroidium laureanum CAUP H8501*

1/100 1/99] FM946012 Chloroidium ellipsoideum SAG 3.95*

17100]' FM946017 Chloroidium ellipsoideum SAG 2111

FM946019 Chloroidium lichinum SAG 2115*

MZ558750 Chloroidium orientale VCA-45*

MH551495 Chloroidium viscosum SAG 56.87*

MH551519 Chloroidium antarcticum ISBAL-1013*

FM946011 Chloroidium engadinense SAG812-1*

0.99/91 FM946000 Chloroidium saccharophilum SAG 211-9a*

1/100f FM946003 Chloroidium saccharophilum CCAP 211/36

0.97/92' PV156799 Chloroidium saccharophilum Les-4-4

KM020079 Jaagichlorella luteoviridis SAG 211-5a

0.2

Fig. S1. Molecular phylogeny based on comparison of the nucleotide sequences of sites containing the ITS region.
A: Chloromonas, ITS 2; B: Chloroidium, 18S rRNA and ITS 1,2. Phylogenetic trees in Figs S1-S2 were inferred by the Bayesian
Posterior Probabilities (PP) values (left) and Maximum Likelihood bootstrap support (BP, right). Only values of PP above 0.8
and BP above 50% are specified. Sequences in bold represent newly sequenced strains. Authentic strains are marked with an
asterisk
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ﬂ'_i EF372516 Klebsormidium mucosum SAG 8.96*
1/81 HG973041 Klebsormidium crenulatum SAG 37.86*
4'_7 HF955428 Klebsormidium karooense Biota 14614.18.24
07" 1799 HF955427 Klebsormidium vermiculatum Biota 14621.6
1 /99[ AM490840 Klebsormidium elegans SAG 7.96*

AM490841 Klebsormidium bilatum SAG 5.96
r MT885334 Klebsormidium cf. subtile Prim-3-4

V9| = HQ654157 Klebsormidium sp. SAG 2105
0.9/85 HF955432 Klebsormidium sp. Biota 15051.6
EF372518 Klebsormidium dissectum SAG 2155
HQ654162 Klebsormidium sp. Namibia 5
HE649327 Klebsormidium sp. K37
— HG973047 Klebsormidium nitens SAG 13.91*
— KM201754 Klebsormidium cf. nitens KZ-5-1-2
HG973017 Klebsormidium dissectum SAG 2417*
— EF372517 Klebsormidium subtile SAG 384-1*
1/99 HG973045 Klebsormidium scopulinum CCAP 335/15
SrHG973046 Klebsormidium sp. CCAP 335/13
— AM490839 Klebsormidium fluitans SAG 9.96*
— EU434032 Klebsormidium sp. SAG 2065
-/95[" AM490838 Klebsormidium flaccidum SAG 2307*
EU434024 Klebsormidium flaccidum SAG 12.91

PV102508 Kilebsormidium flaccidum Golos-3-3
HG973043 Klebsormidium sp. TR 44
EU434019 Klebsormidium flaccidum SAG 7.91

1/100 I: EU434034 Interfilum terricola SAG 2100*
EU434030 Interfilum paradoxum SAG 338-1*

1/96

1/100

0.02

Fig. S2. Molecular phylogeny based on comparison of the nucleotide sequences of I'TS 1,2 of Klebsormidiales
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Fig. 3. Secondary structure of the most informative helices of 18S rRNA in different strains of Leptochlorella.

Lines indicate homologous places, arrows indicate variable bases, asterisks indicate hCBC
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Fig. $4. ITS 2 secondary structure of Leptochlorella arboricola sp. nov.




